Lectin-24a LQPGFEKIGDRYFY¥YIEEDVELN----WLDAQAKCRRMGGHEA-------—-———————- SlKTKQIFDAIVEKLDDS——KS

MBP-A SGKKFEVTNHERMP----FESKVKALCSELRGTVAI-----=====—-=—-—-—-—— PRNAEENKAIQEVAK----TS

MMR-4 CPEDWGASSRTSLCEKLYAKGKHEKKTWFESRDFCRALGG S-—--mmm - IN KEYQQTIWRLITSYH-KLF
E-Selectin WSYNTSTEAMT----¥DEASAYCQQRYTHLVA--—----—————————— KEEIEYLNSILSYSP-SY

ASGPR-H1 CPVNWVEHER--SCYWFSRSGKA----WADADNYCRLEDAHELW------—= === === ——— VTSWEEQKFLQHHIGP---VN

DC-SIGN AERLCHPCPWEWTFFQG--NCYFMSNSQRN----

QEEQEFLSYKKPKM--REF
DSSKELEFISRQVSSQPDHSF

ALSLKNCSAMGAHLVY - === ==-=~==~~~~—~
ITHEDSCYLFSTLLDSWDGSKRQCFQLGSHLLK

Mincle SCYNYGSGSVKNCCPLNWEYFQS--SCYFFSTDTIS----
Dectin-1 SRNKDNQSQPTQSSLEDSVIPTKALTTTGVFSSSCPPN

|

HDSITACKEVGAQLVWV----—-——=——————-—-—— IK AEEQNFLQLQSSRSN-RF
N

Lectin-24a NENTKTGDEVSAASGKSC--LYHEWGPGEPHHNNDQ----- RCVSIL------ RKLMHVGNCTYEKRFICQYGI

MBP-A TDEVTEGQFM GRL---TYSNWKKDEPNDHGSG----- DCVTIV----- ISCQASH CEFPA

MMR-4 TYGSPSEG SDGSPV---SYE YGEPNNYQNV----- YCGELKGD---PTMS INCEHLNNWICQIQKGQTPK
E-Selec RKV--NN VGTQKPLTEEAK PG NRQKD----- DCVEIYIKREKDVIM ERCSKKKLYLCYT

ASGPR-H1 HDQ--NGP VDGTDYET-GEKNWRPE DWYGHGLGGGEDCAHFT----- DVCQRPYRWVCETEL

DC-SIGN SDLNQE VDGSPLLPSFKQYWNRGEPNNVGE------ DCAEFS------ DKCNLAKFWICKKSA

Mincle SDQVVE VDGTPLTK-SLSFWDVGEPNNIATL----- DCATMRDSSN-PRQN TCFLNYFRICEMVGINPLNKGKSL
Dectin-1 SRRQTEEPWLWEDGSTL---LSNLFQIRSTVTEKDSS----HNCAWIH------ VSDIYDQLCSVHSYSICEKKLSV

Disulfide bonds

Secondary calcium ion binding site



